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Outline

R language...

Useful function for analysis



What is R?
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Microarray format in R



R is agood tool to process microarray data
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Two-color spotted microarray
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Image processing (Ex. GenePix)

.gpr files(table format)

Two data in one spot.
Red channel (Cy5) from “Experimental set” Import to R
Green channel (Cy3) from “Control set”

Probes from cDNA (complementary) that be amplified by PCR



Microarray data format

Probeitmicroarray Control g
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9 linteger integer integer integer text float float float float

10 |FeatureMur Eow Col Control Tvpe  ProbeName gheanSignal rMeansignal |gMedianSignal rhMedianSignal
11 1 1 1 1 GE_ErightCorner 1.93E403 3.35E403 1936 3341
12 2 1 2 1 DarkCorner S8.96E+01 6.33E+01 87 61.5'
13 3 1 3 1 DarkCorner L1.OSE402 6.a7E+0]L Q6.5 15
14 4 1 4 1 DarkCorner 8.57E+01 5. 74E+01 83 57
15 5 1 5 1 DarkCorner 942E+01 6.30E+01 91 62
16 6 1 6 1 DarkCorner 9.36E+01 6.40E+01 925 63.5
17 7 1 7 1 DarkCorner SH0E+H1]L S96E+01 B0 G
18 g 1 g 1 DarkCorner 843E+01 5.98E+01 84 60
19 9 1 9 1 DarkCorner 9.66E+01 6.A49E+01 95 62
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21 11 1 11 1 DarkCorner 2.95E+01 6ASE+01 g9 4
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23 13 1 13 054 _TUS 4136 LE9E4DZ 1.21E402 169 120.5
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How to get gene intensity?
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light channel: Mean and Median
Green light channel: Mean and Median



WSSV Data in microarray

Total gene: 7325

Gene name type Repeat times | Amount

SA_ 6 6508 | Host gene
SO_ 6 45| Host gene
WSSV001~718 6 698 | Virus gene
Spike in (E1A_r60) 32 10| Control gene
Total 45049 7325




Data processing in R

marrayRaw RGList:

Read raw data to R: Table format data marray package limma package
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