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序列比對簡介與上機實習 (myBLAST) 

生物巨分子序列親緣分析流程之整合與最佳化系統 

(POWER) 

最佳化分子親緣關係分析平台(PALM) 

9:50~10:40 

11:00~11:20 

11:30~12:00 





• FASTA format 
– an simplest incarnation of the FASTA format 

 

 

 

 

 

 

 

– a modified FASTA format 

 

>U54469.1 

CGGTTGCTTGGGTTTTATAACATCAGTCAGTGACAGGCATTTCCAGAGTTGCCCTGTTCAACAATCGATA 

GCTGCCTTTGGCCACCAAAATCCCAAACTTAATTAAAGAATTAAA....... 

>Definition Line   

sequence (60mer/lane)   

  

>gi|1322283|gb|U54469.1|DMU54469 Drosophila melanogaster eukaryotic 

initiation factor 4E (eIF4E) gene, alternative splice products, complete 

cds 

CGGTTGCTTGGGTTTTATAACATCAGTCAGTGACAGGCATTTCCAGAGTTGCCCTGTTCAACAATCGATA 

GCTGCCTTTGGCCACCAAAATCCCAAACTTAATTAAAGAATTAAATAATTCG...... 



A --> adenosine           M --> A C (amino) 

C --> cytidine            S --> G C (strong) 

G --> guanine             W --> A T (weak) 

T --> thymidine           B --> G T C 

U --> uridine             D --> G A T 

R --> G A (purine)        H --> A C T 

Y --> T C (pyrimidine)    V --> G C A 

K --> G T (keto)          N --> A G C T (any) 

-  gap of indeterminate length 

>gi|3954981|emb|AJ130968.1|MRO130968 M. rosenbergii partial   

  mRNA for CHH gene 

GCCATCCTCGACCAGTCCTGCAAAGGTATCTTCGACCGTGAGCTCTTCAAGAAGCTCGACCGT

GTCTGCGACGATTGTTACAACCTCTACAGGAAGCCTTACGTCGCCATCGACTGCAGGGAGGGC

TGCTACCAGAACTTGGTCTTCCGACAGTGCATCCAGGACCTCCAGTTGATGGACCAACTCGAC

GAATACGCCAACGCTGTCCAGATCGTCGGGAAG 

 



A  alanine                         P  proline 

B  aspartate or asparagine         Q  glutamine 

C  cystine                         R  arginine 

D  aspartate                       S  serine 

E  glutamate                       T  threonine 

F  phenylalanine                   U  selenocysteine 

G  glycine                         V  valine 

H  histidine                       W  tryptophan 

I  isoleucine                      Y  tyrosine 

K  lysine                          Z  glutamate or glutamine 

L  leucine                         X  any 

M  methionine                      *  translation stop 

N  asparagine                      -  gap of indeterminate length 

>sp|P05534|1A24_HUMAN HLA class I histocompatibility antigen, A-24 

alpha chain OS=Homo sapiens GN=HLA-A 

MAVMAPRTLVLLLSGALALTQTWAGSHSMRYFSTSVSRPGRGEPRFIAVGYVDDTQFVRFDSDAASQRMEPRAPWIEQE

GPEYWDEETGKVKAHSQTDRENLRIALRYYNQSEAGSHTLQMMFGCDVGSDGRFLRGYHQYAYDGKDYIALKEDLRS

WTAADMAAQITKRKWEAAHVAEQQRAYLEGTCVDGLRRYLENGKETLQRTDPPKTHMTHHPISDHEATLRCWALGFY

PAEITLTWQRDGEDQTQDTELVETRPAGDGTFQKWAAVVVPSGEEQRYTCHVQHEGLPKPLTLRWEPSSQPTVPIVGIIA

GLVLLGAVITGAVVAAVMWRRNSSDRKGGSYSQAASSDSAQGSDVSLTACKV 



Application Query Type Database Type 

blastn NA NA 

blastp Protein Protein 

blastx NA Protein 

tblastn Protein NA 

tblastx NA NA 



Perform BLAST on pre-defined Databases 



Pull-down menu for each result 







Source of database Accession # 

Full length  

Name of sequence 
Species 

Start point of sequence 
End point of sequence 

Identical sequence 

Similarity Sequence 



 In most public BLAST service, users can only 

search a pre-existing public database and find 

their interesting targets from massive blast results 

 Here we construct a web–accessible password–

protected service, myBLAST, for running blast 

on customized databases and managing these 

databases as well as the blast results 

 With the versatile BLAST result parser, users 

can browse the output filtered by options on 

strand-match and top n ranked hits 

 A blast service can be shared for small group / 

personal use 



myBLAST 
myBLAST 

(standalone) 

NCBI Web 

BLAST 

NCBI BLAST 

(standalone) 

Graphic 

Interface     

Personalize 

Database     

Parallel 

computing     

Batch Query     

Database 

manager     

Result parser 

and manager     

User manager     



http://mybioweb.nhri.org.tw/myblast 







Protein 

Nucleic Acids 



Select BLAST Program 

Select DB and Query to perform BLAST 

BLAST running 





Output Selector 





Screen casts and download URL: http://eln.iis.sinica.edu.tw/ 

Share this website for others 

to perform BLAST on your 

machine 



HELP in Flash 

Port Setting 

Import DBs and previous Result 

Backup DBs and previous Result 






