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MyBLAST

Myblast is the web-application of the customized biological sequence alignment tool.

Motivation of MyBlast

»In most public BLAST service, users can only search a pre-existing public
database and find their interesting targets from massive blast results

»Here we construct a web—accessible service, myBLAST, for running blast
on customized databases and managing these databases as well as the
blast results

»>With the versatile BLAST result parser, users can browse the output
filtered by options on strand-match and top n ranked hits

»A blast service can be shared for small group / personal use

From Similarity Search and Phylogentic Analysis PDF file pagel4 ,2009,Dec.
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MyBlast is Multi-Thread Processing.

-More efficiency.
-Faster then before.
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~MyBLAST standalone installation

Lab of Systems Biology & Network Biology website
http://eln.iis.sinica.edu.tw
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Download process

1.The browser pop up the question. Click Savye:- B T
2.Select the location to place the file.(for exampte -

desktop)
3.Wait until the process done.

Execute setup_myblast.exe

1.The setup_myblast.exe is inside the
myblast.rar

Double click the myblast.rar
2.Execute this setup_myblast.exe
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Follow the setup wizard

.Start from the welcome
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This will install Myblast 1.0 on your computer.
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continuing.
Click Next to continue, or Cancel to exit Setup.
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:: Home ::
"My BLAST" web tools

You can build a customized database and run BLAST analysis.

Try this now!

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

“Click me to quick view on myblast” (or English Version)

DB Management
Upload DB

Run BLAST

| Jobs pendina
‘.

|
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MySQL Community Server

V.5.1.37

Apache Tomecat Web Server

V.5.5.27 f ]

2.At the end, the main page and the control panel start automatically.
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Information of web link

Online website: (use MyBLAST online)
http://mybioweb.nhri.org.tw/myblast

Standalone version: (need to install MyBLAST in your computer)
http://eln.iis.sinica.edu.tw

MyBLAST video demo : (watch online)
http://eln.iis.sinica.edu.tw
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[ DB Management }ﬁ Manage the user defined, BLAST searchable

databases .

Does
database Yes

exist ?

Upload DB User defined , BLAST searchable databases
J T.created here.
!
! 1. Select BLAST program
Run BLAST J<| 2.Job submission interface

Yes

A

[ Waiting page }

Jobs Pending Current running job list.

e 1. BLAST results summary
View Results 2. BLAST result parser

v

v




DB Management
'

lNo
— Upload DB
'

We)home page —

——

Start point : Go to MyBLAST home page.

Does Yes
database —_—
exist ?_

— Run BLAST -—
¥

Does the Yes
job doEg:?, 1

INo

Waiting page F

— Jobs Pending

—  View Results =

1. Typing URL
http://localhost:8080/myblast_standalone/

2. Or by clicking the MyBlast Home button in the
MyBlastControlPanel.
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:: Home ::
"My BLAST" web tools .

You can build 3 customized database and run BLAST analysis.

Try this now!

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

"Click me to quick view on myblast" (or English Version)

DB Management
Upload DB
Run BLAST
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© wmyB page

Start point : Go to MyBLAST home page.

1. Typing URL
http://localhost:8080/myblast _standalone/

2. Or by clicking the MyBlast Home button in the MyBlastControlPanel.
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:: Home ::
"My BLAST" web tools .

You can build a customized database and run BLAST analysis.

Try this now!

! =
Hello! "Click me to quick view on myblast” (or English Version)

Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management
Upload DB

Run BLAST
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Start point : Go to MyBLAST home page. \

2. Or by clicking the MyBlast Home button in the MyBlastControlPanel
(Don’t need to type URL.)

% MyBlast Contro] Panel

N <
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A~

/
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1. Typing URL http://localhost:8080/myblast_standalone/

= My BLAST Home - Windows Internet Explorer

Import Backup Tools

—
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Try this now!
|

Hello! Click me to quick view on myblast” (or English Version)
Welcome to MyBLAST!! |
IP: 140.109.16.56
DB Management
Upload DB
Run BLAST

J 1ahce nandina
4

Jane

v

B
T @ FRENUTIE

‘



SECECRCRSNGNGRCNCNSNS)

© MyBLAST (stan

MyBLAST home link
DB Management link
Upload DB link

Run BLAST link
Jobs pending link
View Results link
User Guide link
Contact Us link
Flash Demo link
Websites link

Lab of System Biology|
& Network Biology
website link

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management ®
Upload DB @

Run BLAST(4)

Jobs pendf’ng@
View Results @

User Guide@

Contact U's

:: Home ::

"My BLAST" web tools .

You can build a customized database and run BLAST analysis.
Try this now!

"Click me to quick view on myblast" (or English Version)

Lab of Systems Biclogy and Network Biology, Institute of Information Science, Academia Sinica, Taipei, TAIWAN &

Diw
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ision of Biostatistics and Bicinformatics, National Health Research Institutes, Miao-Li, TAIWAN © 2005 All rights '/f(n't / b ERERFANBRLN (@its, Academia Sinica,
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] Manage the user defined, BLAST searchable databases .

[ DB Management
v

Does
database E

exist ?

INo

:: Database Managerment ::

Here's your database lists:

I Upload D DB_id |type description date Edit |Download Detail | Delete
! Hello! 1 | N |hp266os 2010-09-20 16:35 A & r
Welcome to MyBLAST!!
't Run BLAST F IP: 140.109.16.56 Your sequences was converted to database.
Does the Yes N_) Q g
job do_rle,?,« 1 [ DB Management ] Add Delete BLAST
+No
Upload DB
Waiting page F
Run BLAST
—  Jobs Pending Jobs pending

—  View Results =
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[ DB Management I Manage the user defined, BLAST searchable databases .

—

Edit icon: Modify the particular uploaded DB data.
Download icon: Download the particular uploaded DB FASTA format file.

Detail icon: view the BLAST command and database log.

Delete checkbox: Check to delete the particular uploaded DB. Click the
“Delete” button to start to do the DB deletion.

® Link to Upload DB:
Add a database.

® Link to Run BLAST:
Run a BLAST program

® © 0 0

Your sequences was converted to database.

:: Database Matragetmrent

‘ DB_id ‘type ‘ description

Hello! 1 ‘ N ‘hp26695

Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management Add

Upload DB

Run BLAST

Jobs pending
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DB Management User defined , BLAST searchable databases created

hara
1 A\ ) W

:: Upload Database ::

Does
database

Yes

Upload your sequences to bulld a mini database.

exist ?
Your Sequence Type:
No Fuceoiide | S€lect the sequences type.
Hello!
Conra:
Upload DB Welcome to MyBLAST! Protein
IP: 140.109.16.56
* Enter sequences below in FASTA format:
=) B
] Run LAST F DB Management
‘ Upload DB 4
Does the Yes
job done? 1 Run BLAST or load fronrdisk—] —Browe—]
‘N/ Input your sequences In this area.
(0) .
Jobs pending
Database Description (optional) :

Waiting page F

View Results |

N User Guide =

—  Jobs Pending =
Contact Us

Upload Cea |

—  View Results =
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[ Upload DB I User defined, BLAST searchable databases created here.

@Sequence Type: Nucleotide or protein.

:: Upload Database ::

Upload your sequences to build a mini database.

@Enter sequences:
Copy and paste the FASTA

Your Sequence Type:

format to the text area. P
. !
Or enter the full file path | ™ D oo
and file name. IP: 140.109.16.56
Enter sequences below in FASTA format:
@Description: simple NOtes | ,; wansgement ® -
to this database.
Upload DB -
. . Run BLAST or load from dis Browse..
@FASTA format description e ]
| | n k Jobs pending
Database Description (optional) :
®Upload button: Click to View Resuits ® |
send out the form. Veer Guide
[

®Clear button: clean up the
Contact Us @ @
form data. poad | et |
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Upload DB j User defined, BLAST searchable databases created here.

Stepl. Fill in the form, then submit it.
Step2. Wait until the process is done. Waiting page

v LILIL] | AT B |
Your se nce is now converting, the results will be srlown later....
Your SEQUEHCE T‘va:
 Nucleotide
@ protein A . .
result will be shown on DATABASE RESULT PAGE hhfter finishing.
MNote: The job is running in batch mode, and it's ok to closefthis window.
Enter sequences below in FASTA format: S

[ —
C~_T"

Or load from disk |D:‘nseq‘nprotein‘nhp26695_fa: Browse... |

Database Description (optional) :

\ 4
Show the DB _id

[Back Home] [DB Managerment] [Upload DB] [Run BLAST] [View Results]

Database Conversion Finished !l

Your sequences was building a mini database now.
And here is the DB_id: 3

You can go here to see database result.

np26635

http:/ /localhost/MainMenu

ﬂ Or Run BLAST directly!

http:/ /localhost/MainMenu

ploa Clearl
Click the Upload button




Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management

Upload DB

Run BLAST

Jobs pending

:: Database Managerment ::

Here's your database lists:

DB_id

type

description

date

Edit

Download

Detail

Delete

1

N

hp26695

2010-09-20 16:35

Cl

r

0

it

Add

Q

'

Delete

BLAST
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DB Management 1. Select BLAST program
, 2. Job submission interface

:: Choose a BLAST program to run ::

Does
Yes
database I
exist ? Nudleotide BLAST blastn
- megablast
lNO Hello!
Welcome to MyBLAST!!
Upload DB IP: 140.109.16.56 Protein BLAST
l blastx
DB Management
Translated BLAST thlastn
Run BLAST
Does the Yes Program: blastp (search protein databases using a protein query)
job done?, 1
— Job Note  |hp26695]
{No Hello!
Enter sequence below in FASTA format
Welcome to MyBLAST!! Leon? =
Waltlng page 4 IP: 140.109.16.56 fi};i';?:ACA::GR:PI‘I{EEYIQI:‘.'SZK'_ESQKDKZYR
GVEEDDVHL

Input—?our segs

DB Management

Or load it from disk Browse.., |

Jobs Pending Upload DB
Run BLAST Select Database: ||;5] hp26695 v[
Select a database
Jobs pending

View Results <+

Advanced Options: q
View Results Adjust proper parameters

Max target: |10
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1. Select BLAST program :
Run BLAST L S B
= 2. Job submission interface

@ blastn link
@ megablast link
® blastp link

:: Choose a BLAST program to run ::

@ bIaStX Ilnk Nudeotide BLAST ® hlasmhl .
. megablas
® tblastn link
® tblastx link Hello! -
Welcome to MyBLAST!! blastp
IP: 140.109.16.56 Protein BLAST
@hlastx
b Management Translated BLAST () thlastn
Upload DB (®) thlastx
Run BLAST
Jobs pending

View Results



1. Select BLAST program —

[ Run BLAST ]

2. Job submission interface

@® Job note

@ Copy and paste the FASTA format

to the text area.

Or enter the full file path and file name.

® Select Database

@ Advanced Options: Max target

® Advanced Options: E-Value

® Advanced Options: Matrix

@ Advanced Options: Gap Creation
Advanced Options: Word size

©®Advanced Options: Turn off the low

complexity filter

guestion icon: link to the description

of the particular parameter.

:: Run blastp with your DB ::

Program: blastp (search protein databases using a protein query)

1
Job NnteolhpZEBBS
Enter sequence below in FASTA format
>heen2 B
G5AELGARCRLLGRIPTEEEYMNLVSEELESQEDEIYR
»>025294
EVEEDDVHL
Or load it from disk Browse. . |
Select Database: [N MR -
Advanced Options:
Max@get I'1G
E- valu ,
Mairi 6 BLOSUMGZ [+
Gap creatioyes|Existence 11 Extension 1L| Z»
wWword sizfgg\3 =
@ Turn off the low complexity filter
Crear |
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1. Select BEAST program e \ \\/l;

Run BLAST C .
- /[ 2. Job submission interface T~
— o=

Stepl. Fill in the form, then submit it. = bastpwinyourna = JOD SUDMISSION INterface
Step2. Wait until the process is done.

Program: blastp (seaffch protein databases using a protein query)

Job Note 6695
Select BLAST program
EntepSequence below in FASTA format

:: Choose a BLAST program to run ::

GSAELGAACALLGRIFPTEEEYMNLVSEKLESQEDEIYR
»025234
GVEEDDVHL

. blastn
Nucleotide BLAST
megablast

Hello!

Welcome to MyBLASTI! .
IP: 140.109.16.56 Protein BLAST

. Or load it from disk Browse.,., |

Translated BLAST tblastn
thlastx

DB Management
Upload DB
Run BLAST

Jobs pending

Select Database: -

View Results

Advanced Options:
Max target: |1U

E-wvalue: I‘IU— @
Matrix: Im =
Gap creation: IExist EEEEE 11 Extension 1LI e
word size: |3 2

I Turn off the low complexity filter 2

Click the Submit button v



Run BLAST ' 67\\\»

((,4_-44*‘"\

Stepl. Fill in the form, then submit it.
Step2. Wait until the process is done.

Now is working, the BLAST results will be shown later....

The BLAST result will be shown on BLAST RESULT PAGE after finishing.

MNote: The job is running in batch mode, and it's ok to close this window.

[Back Home] [Upload D

2 MyBLAST Results ::

DB description: (4) hp26695 Matche Sequences

Submit description: (3) hp26695 ITnp 3 'l Go | Download |

Download Output Files (text file) or (csv file)

38/38 (100%),

3_D:myblastllastbaseflastdb4 Aconitate hydratase 2
Acon2 1 5.0E-17 77.8 190 852 Positives = 358/38
- Helicobacter pylori i
(100%)

9/19 (47%),
484_D:myblastflastbaseflastdb4 UvraBC system ’
Acon2 2 3.1 21.9 45 594 Positives = 13/19
protein C - Helicobacter pylori .
Lo .-"c_]

B/1B (44%),
37_D:myblastllastbasellastdb4 CAG pathogenicity N ’
Acon2 3 ; ; i ; 351 219 45 983 Positives = 13/18
island protein 23 - Helicobacter pylori —
L .-"o_:'
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DB Management

|

Does
database
exist ?

INo

Upload DB
¥
Run BLAST

Waiting page

Jobs Pending

Yes

@P MyBLAST (standalone)home page

//

—

/

1. BLAST results summary
2. BLAST result parser

View Results

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management

Upload DB

:: BLAST Results

All the BLAST results were saved in this page

Here's BLAST result lists:

(0.02hr. Size:28.57MB)

Q

Database i L. i
Submit Description Date Result |Detail |delete
Description
2010-09-20 16:36 ~
(1)hp26695 (1)hp26695 2010-09-20 16:38 ﬂl r

Delete

Click to see this result

View this result's BLAST command

Delete this result

[Back Home]

2z MyBLAST Results =:

[upload DB]

[Run BLAST]

[View Results]

Select the amount of seqs
that you want to show
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BLAST T f
view N 1. BLAST results summary —
- 2. BLAST result parser
@ Result parser link All the BLAST results were saved in this page
. : BLAST Results ::
@ Log link. =
® Delete checkbox:
CheCk to delete the Here's BLAST resulf lists:
particular result. S
Click the “Delete” Submit Description  |Date Result Detail |delete
Description
button to start to do Hello! oo 6
. 2010-09-20 16:36 ~
the result deletion. Welcome to MyBLAST!! _ : - ﬂ ﬂ
(1)hp26695 (1)hp26695 2010-09-20 16:38 r
IP: 140.109.16.6 (0,020 Size:28.57VB)
2010-09-21 14:29 ~
(1)hp26695 2) 2010-09-21 14:31 a4 || r
DB Management (0.03hr, Size:28.57MB)
Unload DB 2010-09-23 17:23 ~
ploa (4)hp26695 (3)hp26695 2010-09-23 17:24 q |49 |r
. i / A |/
Run BLAST (0.01hr, Size:0.01MB)
Delete ©) Click to see this result
Jobs pending View this BLAST command

Delete this result




View Results

1-BLAST results summary

2. BLAST result parser

® Home link
@ Upload DB link
® Run BLAST link

@ Result Summary

link

® Filter

® Filtered Result
download

@ Output text file
download

Output csv file
download

O

[Back Home]

:: MyBLAST Results ::

DB description: (1) hp26695

Submit description: (1) hp26695

@

Download Output Files [tez\tf or (csv file)

Matche Sequences

Iﬁll matches 'l (Strand = |PIL|S J |F'Ius J ﬂl Downluadl

HP00O1 hypothetical protein {Helicobacter

pylori 266957

HPOOO1 hypothetical protein {Helicobacter
pylori 266957

HPOOO1 hypothetical protein {Helicobacter
pylori 266957}

HPOOD2 6,7-dimethyl-8-ribityllumazine

|
pownload this "IXt result 1ile

HP0001 hypothetical protein
{Helicobacter pylori 26695}
HP1470 DNA polymerase I (polA)
{Helicobacter pylori 26695}
HP0266 dihydroorotase (pyrC)
{Helicobacter pylori 26695}

HPOOD2 6,7-dimethyl-8-ribityllumazine

403/417
(96%)
21/22
(95%)
20/21
(95%)

471/471

Plus /
Plus
Plus /
Plus

Plus /

Plus

Plus /



//
/@?Mbeé\S:Hs%aadaLone)home page s L

Current running job list.

DB Management E
‘ :: Search Managerment ::
DOGS Yes CurrentTime: Tue Sep 21 14:30:07 CST 2010, current running: 1
database —
eX|St ’) Here's your search lists:
llN Hello! #| DB_id |Program Description ProcessID Start Status |Detail Delete
O Welcome to MyBLAST!! 2 1 blastn 4952 2010-09-21 14:29 Running! 02 r | |

IP: 140.109.16.56

= Upload DB
‘ DB Management Q @ Q g

Add Delete BLAST Job Restart
Upload DB

— Run BLAST -— L

‘ Jobs pending i
] < > E D

Does the Yes
job done? =4 To get the newest running status , you'll need to
+No click the browser’s refresh button.

Waiting page F

—-[ Jobs Pending ] P 140.100.16.56

DB Management

Upload DB

Run BLAST

—  View Results < CurrentTime: Tue Sep 21 15:47:31 CST 2010, current running:0




—

® Restart checkbox:
Check to restart the
particular job. Click
the “Job Restart”
button to start to do
the BLAST again.

@ Log link

® Delete checkbox:
Check to delete the
particular job. Click
the “Delete” button to
start to stop the job
and delete the search
job.

@ Run BLAST link
® View Results link

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

DB Management

Upload DB

Run BLAST

Jobs pending

View Results

: Search Managerment ::

CurrentTime: Mon Sep 27 17:29:10 CST 2010, current running:1

Here's your search lists:

®

Add

Q

—

Delete

S

3

BLAST  Job Restart

# DB_id Program| Description |ProcessID Start Status | Detail Delete
—_ T\

1
6 1 | blastn 5712 2010-09-27 17:28 | Stestart? @ ®
7 1 blastn 1872 2010-09-27 17:29  |Running! 02 I




@ Link to import Mysqgl database
data and BLAST data page

@ Link to backup Mysqgl database
data and BLAST data page

® Link to change port page

@ Link to help page

® Shutdown or Restart button

® MyBLAST Home page button
@ Link to lab home page
MySQL Community Server
running status

© Apache Tomcat Web Server
running status

Message text area

."f MyBlazt Comtrol Panel
g T _.r—; _ Import Eackup Toa!s Help
" %G N g
MySQL Community Server .
®
V.5.1.37 ﬂ ©) @
SHUTDOWYN
Apache Tomcat Web Server
®NKY
V.5.5.27 @Q
MyBlast Home
Powered by
LAB 0F
@ f;:@.)) Sys(em |'|1 y & Network Riology
f((\'\_/u: s Mg N N

ok 9"!1:_# #5'.1 f—" ﬁl*lﬁliér_lf U



//////////,,,,_______\\\\\\\\\\\\‘

~ « Try to restart or shutdown Servers

Control Panel

ol :::.'-;f . acf Import Backup Tools Help

v ..~'¢{x§; OLaLL -
'- G a
MySQL Community Server —
V.5.1.37 ﬂ @

SHUTDOWM

s Infernet Explorer

Apache Tomcat Web Server 916 36 050t el & ooy v st
y ¢ Tools  Help
\.5.5.27 m moduction MyBlsst . linde FIREDSERENE. £ RENEL - ¢ WEESMMTH -
5.5, S

MyBlast Home | | Jﬁ [ ¢ ) - B Sadety- Took

::Home ::

Powered by Las oF

@ System Piology & Nelwork Piology

"My BLAST" web tools .
W= Acadenia Sinize 1Al AW

2 gk Ay B AN EE 4 MR B

You can build a customized database and run BLAST analysis.

Try this now!

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

"Click me to quick view on myblast" (or English Version)

DB Management

Upload DB

Run BLAST

Jobs pending

Wiarar Daciili—



~ « Try to restart or shutdown Servers

5 MyElast Control Panel

PR A Import Backup Tools Help

e OLALL p r--i
[, ~ x| @
& &

MySQL Community Server

V.5.1.37 0
= >
RESTART

11,16 56:B00/myblss,_standzlons =1 {2 || x| [ Live each

Apache Tomcat Web Server

y fes  Tools  Help
V5527 @ oduction MyBlast - lns FEREVSEERE . @ EENEG - £ HEESRNLHE -
| | J@-vjp;n-r;agevgmty-@h-

Ly the weby
MyBlast Home e

~xplorer cannot display the webpage

Shutdown tomecat and mysgl....... 2010009030 11:53:132

Powered by

=) D)) Las oF an ty.
P System Biology & Network Biology _
G’(@ =, Acaden Sinize. '|-x|'.'r-.uM @I
Fodn R g E K ST Aformation




ﬂ
~ © Close MyBLAST Control Panel

ﬁ MwBlast Control Panel

! s & Import Backup Tools Help
MySQL Community Server g E

V.5.1.37 g@
SHUTDOWN
yBlast Home

Shutdown tomcat and mysql........ 2010009520 11:53:13
Festart tomecat and mysql........ 201009530 11:59:34

Powered by

LAB OF

Message Irr;-(: ) System Piology & Nelwork Biology

= Acadena Sinize 1ARYA

L ERLES TIELEE S ¥ ¥



h.Myblast mysql data backup file:

| =

[ Click Irmport buton datz will clean and restore back.

Plaase ks sure pou backug e Jabas) gl bafaes impont dala

MyBlast:[gimyblast |

| Import | | Cancel | | Exit

hes=age

tle=sage

Powered:
by Las orF
‘_2) System fiology & Nelwork Biolosy

(( = 1 Acadens Sinize 1AL
O Ay S LA 2R o P S Se E

PGS

MySQL Community Server

P i o00/0:00 @

Import Backup Tools

W.5.1.37 ﬁ

Apache Tomcat Web Server

W.5.5.2TF

SHUTDDWN

MyBIast Home

LaB
_) System Biology &

I.x' = Acadenio Sinize TARA

Sk Ay S S8R EE E My W S T

h.Myblast data backup file directory:

[en I_I

C Click Backup button oo dats files will show on selected directory.

¥yBlast: [a myblast |

| Backup | | Cancel | | Exit |

0F
Network Biology

Apache Tomcat Port ElDElDl i1 ~B5536)

Mysgl Port 3308 i1 ~BS536)
[ wiewports || Revert to defaults |

[ ox

Changing ports will regquire restarting hyBlast.

Cancel

tle==ags

Powered by

AD) Lag oF
System Biology & Network RBiology
((\_/uoanmm o Sinize |\|1~M

Bk A S R 25k Ay S T N R

Powered by

..{)) Ltas oF
b ) System Biology & Network Biology
(( L/m = Acadena Sinize 1A

.—‘}‘ %i#h#ﬂﬂ‘]%&.#ﬁ%f’%i
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Example :

Get the FASTA data from After GenBank .
Upload DB, Run BLAST and View Results.



Motivation :: AfterGenBank

A quick way to fetch the sequence features
(5'UTR, 3" UTR, CDS, Translation) from
GenBank only with mouse clicking not
programming

Provide most update collections for specific
sequence features like 16s rRNA, ncRNA, etc

which can be used to construct databases for
search and blast (using myBLAST)

Provide a friendly GUI to extract specific

sequence features by submlssmn of gene list.
GenBank

e ’
s I o
Telazis ¢ e
L e
R

ttdFear e Extractor. from GenBank 4%




‘Specificity of AfterGenbank

Collect all the features existed in Genbank for 12
divisions

Built-in BLAST with specific databases composed by
selected features.

Output in fasta and CSV can be used for futher
analysis

Access :

P ——— 4




notated-Feature Extractor from GenBank

GenBank

Step 1. choosing the specific

division

Home, Contact

® =

Repository

Q

Tools,

i, =

Al

BLAST
= —
Help,

&

GenBank Release 178 0(Release Date:June 15, 2010)

.
— -
> \l
|Di‘_i5i““'- Select L!Seleu:t Division
Organism: Select Division

Kevword :(eg toxi

-AND Search
-OF. Search
-Advanced Search

Bacterial
Invertehrate

Other Mammalian
Fatent

Phage

Flant

Frimate

3UTR
$UTR
~10 signal

Fodent
Synthetic
Lnannotated
Wiral

Other Wertebrate

W

Step 2. input search term

e

=7

| Search for Organism }

eg Vibrio chnle:rae}[ ERample | ][ ERamples ][ ERamplesd ]‘&r

twelve divisions ]

e

Type 1. Organism.

Accession Number :(eg. AB016894) | exampled

Type 2. Organism &
Type 3. Organism a
Type 4. Keyword.
KType 5. Accession |

-Arcession Number Search

LJ

-35 signal
attenmator
C region

Tsegiment
LTR
mat peptide

CAAT  step 3. choosing the interested feature ]

e Accession Number:

Search for Accession number

CDS Or load it from file

CDS_translation misc feature primer bind tRINA
conflict misc recomb promoter unsure
D-loop misc RINA protein bind W region
D segment tmisc signal EBS W segment
enhancer misc stucture rep origin variation
exon modified base repeat region

gap mBEINA rBEINA

GC signal N region S region

Step 4. submit Submit || Reset ||




Repository

Search Result Page

Division - Bacterial

Organism - Vibrio chol
CAamsimn ibrio cholerae . . 2 Search terms ]
EUS523703 EUS23704 EUS23705 EUS23706

Featare : STUTE.

% Total result nu
" featyrels) are found in this search B O | not found Accession id

[Fose][l Jofpaps I
Show |20 ~|feanwesing Change page ] T Download | ALL [ faciar v

Download ALl (_fagta}
[1Select Page 1 All'Null I Back to SearcyNINREE )]
[ Locus id ALL (CSV)

download file

Accession Number

( Show not found ]

———  Accession id

Refresh the count ]

Range 542 The definition of Locus id

Organism
. Feature

More annotation




AfterGenBank

website

,"':" Annotated - Featre

GO~ bis

2rmnet Explorer

G

+4 || = Ip‘-" Live Search

| Eile Edit Yiew

Favoritez  Tool:  Help

J < 7 Favorites J

S £ Introdvction MyBElast

i linde AL EERERE.. £ REEEES - & REESKHmLA -

A nnotated -Feature Extractor from GenBanls: dndex | | J i’fﬁT - Q - ‘| e v Page ~ Safety »  Tool
- GenBank J»;;:;\ Repository BLAST
= i - T AT E— —
- ! . —— Home, Contact Tools,  Help,
n

Division:

|Se|ec1 Divisian ;I

Organism: |

Kevword i(egtoxin, 16s rfREINA)  exampled I

-AND Search
-OR. Search
-Advanced Search

© 3 UTR

© s UTR

I -10 signal
35 signal

[T attenmator

I~ C region

N CAAT signal

I~ CcDs

[T CDS_translation
™ conflict

— o

™ gene

I~ iD™NA

I™ intron

I J segment
FLTR

™ mat peptide

I™ misc binding
I™ misc difference
I™ tnisc feature

I™ tmisc recomb
— . =

e *
"I“.i & “-..__J
otated-Feature Extractor from GenBank '-:..'___)

© 8 NG

GenBank Release 178 0(Release Date:June 15, 2010)

Text Search Term HELP

(eg.Vibrio choleras) examplel | examplel | example3 I-"';}

Accession Number :ieg. AB016894) examples |

-Accession Number Search

Feature Extract 2»

™ ncRINA

™ old sequence
™ operon

™ orT

™ polvA signal

™ polyA site

I precursor RINA
™ prim transcript
iy ]

™ promoter

I sig peptide

™ source

I~ stem loop

I STS

I~ TATA signal
I™ terminator

M tmRINA

™ transit peptide
T {RINA

™ unsure

—


http://aftergenbank.nhri.org.tw/AfterGenbank/

Let’s try to ¢
click
examplel

Division: |Bacteria|

=l

Organism: |\.-‘ihric| cholerae

Kevword :(egtoxin, 165 fRNA)  exampled |

-AND Search
-OF. Search
-Advanced Search

" 3UTR

M STUTR

I -10 signal

I -35 signal

I™ attenmator

I™ C region

™ CAAT signal
™ CDs

I CDS translation
I contlict

™ D-loop

[T D segment
I enhancer

I™ exon

I gap

I™ GC signal

(eg.Vibrio cholera

Conmcr Toca.f (,Q\\

@& 8

GenBank Release 178 0(Release Date:June 15, 2010)
Text Search Term =EL2

exampleZ | example3d |}-’f

Accession Number :(zg. AB016894) examples |

-Accession Number Search

Feature Extract 2

I gene

M iDNA

I™ intron

I I segment
CLTR

I mat peptide
I™ misc binding
™ misc difference
I™ misc featre
I misc recomb
I™ misc RINA

I misc signal

I misc structure
™ modified base
M mRNA

I™ N region

™ ncRNA

™ old sequence
™ operon

™ onT

I polvA signal
I polyA site

I precursor RNA
I™ prim transcript
I™ primer bind

™ promoter

I protein bind
[T RES

I™ rep origin

I™ repeat region
™ fRINA

S region

I™ sig peptide
I source

™ stem loop

™ STS

™ TATA signal
I™ terminator
I tmRNA

I™ transit peptide
™ (RNA

I unsure

™ V region
TV segment
I™ variation

-

-

=

Division of Biostatistics and Bioinformatics

Mational H

{ealth Research Institutes

AllRights Reserved
Lasted Updated 2010/7/28



/
- Walit the result.

PROCESSING

Division of Biostatistics and Bioinformatics
National Health Research Institutes

/ AllRights Reserved
Lasted Updated 2010728
° ( :Ile DO\Alnlr\grl
'A'ARIAYACLY |

-

Search Result Page

Division :  Bacterial Organism : Vibrio cholerae
Feature : SUTR.

18 feature(s) are found in this search.
Page of 1 page(s). e(s) are selected by user.
Show |20 i features in page Download IALL { fasta) i
[ Select Page 1 AllNull Page
[ Feature | ]

Range 1..542
gene hapR.

[l Feature | I




—~

/’—\ | Fi - T

Do you want to open or save this file?

/

Save to the computer

(Ex. desktop).

3 il g

weriload.

m Marne; sl Fasta.te
22} Type: HFHF

From: aftergenbank sbn_oxg. tw

Open |! Save I

B O

TR
) HEEE
18RS _ERYE

testseg
[Z] all_Festa tut
[Z] bioperl txt
[Z] fhirowese tet
2] sp bt

FaE (1) Eill Fasta tod

EEEND [T




/—\ 7 7
MyBLAST website p—

{7,
/

\ Import Backup Tools 4f7] —

o i IS - i I

o ) A @n _r v @
O pe n MyB I aSt CO ntrOI Pan eI . MySQL Community Server @ = l.

V.5.1.37 {-‘} @

SHUTDODYYN

N

Click Myblast Home button.

Apache Tomcat Web Server

V.5.5.27 [ ]

(S = I{f}' hitp:#/140.109.16.56: 2080 myrblast_standalone!

SASS / 42 || x| [&7 Live Search
| Eile Edit ¥iew Favorites Tools Help
| Faverites | o & Intoduction MyBlst  linda FOREIEIEEE . € RO - o WEESRINLHE -

(BRI S IEE

88| v| [#] AfterGenbank:Sarch Result P... | ¢y My BLAZT Home = x | |

/

2 Home :: /

"My BLAST" web tools .

Safety + Tools

You can build a customized database and run BLAST analysis.

Try this now!

Hello!
Welcome to MyBLAST!!
IP: 140.109.16.56

"Click me to quick view on myblast” (or English Version)

DB Management
Upload DB
Run BLAST

Jobs pending




/—\

Upload DB

/2 My BLAST Home :: - Windo

nternet Explorer

e

= [&#y hitp/1140.109.16.56:80804myblast_standalonedainbenZact=upload_ib_page

J File Edit ¥iew Favortes Toolz Help

| Fevorits | o & Intiodustion MyBlast * linde FACEMEEMRE £ BB - ¢ REESKMILE -

88| v| @AfﬁerGenbank::SamhResuhP...|{1’)‘ :: My BLAST Home * | | J fy v B v 0 p=n v Pagew Safety~ Took

Hello!
Welcome to MyBLAST!
IP: 140.109.16.56

DB Management

Upload DB

Run BLAST

Jobs pending

View Results

:: Upload Database ::

Upload your sequences to build a mini database.

Your Sequence Type:
& Nucleotide

 protein

Enter sequences below in FASTA format:

Or load from disk I Browse... |

Database Description (optional) :

I |



/

Upload DB

,f_'.; oMy BLAST Home = - Wiy nternet Explorer

@:: )= [&#y hitp:i#140.109.16.56:3080myblast_standalone/Maink{enuTact=nplosd_ib_page

J File Edit ¥iew Favorites Tool: Help

| - Feveribs | L & Intoduction MyBlst  linde FREMSEEKE . S REAL - o WEESRNLHE -

88| -| [#] After3enbank: Sarch Result ... | #y My BLAST Home = x | |

| % v ) - 0w - Bazee Safety- Took

Hello!
Welcome to MyBLAST!
IP: 140.109.16.56

DB Management

Upload DB

Run BLAST

Jobs pending

View Results

User Guide

Contact Us

:z Upload Database ::

Upload your sequences to build a mini database.

Your Sequence Type:

© Nucleotide

& protein

Enter sequences below in FASTA format:

=l
[

Or load from disk IC:\DocumenLS and Seti

Database Description (optional) :

I Vibrio cholerae I ;I
=

Upload I

Clear




Intermet Explorer

@: - I{fy hittp:4140.109.16.56:2020 mxrblast_stand slone/DEFollow

J File Edit ¥iew Favorites Tools Help |
| 5 Fevartes | o5 @ Intoduction MyBlest  linde FfCEipgeriEiac | & RNADENS - o MEESKIMET -
i - & - ) g

- 5| - | [ ttexGenbank:Sarch Resuit .. | ¢ : Uploed DE: x | |

o Waiting page

Your sequence is now converting, the results will be shown later....

LM

A result will be shown on DATABASE RESULT PAGE after finishing.

Mote: The job is running in batch mode, and it's ok to close this window.

;I Il B2Y Be I-'"LweSeamh

@::v [e#y itz 140,100 16 56:2080 mublest_standalone/DEFollaw

| File Edit ¥iew Favorites Tools Help

RS E S mTrF -

linda FRATGAETIER BHMERSLE | S BRINADEEL - &

| ¢ Faverites | i @ Introdustion MyBlast
Jﬁv@ < | pem v Page v Safety ~ Tools

t=i=] IRe | [#] &nnotated-Feature Extractor £... | (% :: DE done = > | |

| |
[Back Home] [DB Managerment] [Upload DE] | [Run BLAST] I [vWiew Results]

Database Conversion Finished !!

Your sequences was building a mini database now.

And here is the DB_id: 1

You can go here to see database result.

http:/ flocalhost/MainMenu

Or Run BLAST directly!

http:/ /localhost/MainMenu




f'j My BLART Home ;- Windows Internet Explorer
@—\ @ [y hep:1140.109.16 56 80600myblst_stndeloneMsinblenTsetearch_progran_s]

=

File Edit View Favortes Tools Help

RU N B L AST CFwodbs | 5 Intoduwton MyBlst  Inds ROEVSEERE . @RS - o REESKWIH -

Dgl v| @Ammated-FeatureExtmmIf_.. #y My BLAST Home : X | | J ﬁ =Rl oL Eéf] v Page~ Dafety~ Tocl

:: Choose a BLAST program to run ::

blastn

Nucleotide BLAST

megablast

Hello!
Welcome to MyBLAST!

IP: 140.109.16.56 Protein BLAST

blastx
DB Management
Translated BLAST thlastn
tbhlastx
Upload DB
Run BLAST
Jobs pending




/2 My BLAST Home :: - Win

@:__: g I{‘f}' hitp:/¥140.109.16 .56 :2080Anywblast_stand aloneMaintdenmYact=search_pagedepro gram=blastp

ntermnet Explorer

J File Edit ¥Wiew Favoritezs Tool: Help
| Fewerits | o ¢ Introduction MyBlast  linde FRATISSHEIGE . O BIRAVEL - o WEESKME -
|5 -8 - e -

= 221 - | E Annotated-Featore Bxtractor £ |y - My BLAST Home = 24 | |

Run BLAST

2 Run blastp with your DB ::

Program: blastp (search protein databases using a protein query)

— |

Job Note First
; ]

Enter sequence below in FASTA format

Hello!
VWelcome to MyBLAST! =]
IP: 140.109.16.56 .

DB Management Or load it from disk IC:\Documents and Setting  Browse.. | I

Upload DB

Run BLAST Select Database: II[‘I]Vihrio chalerae vI I

Jobs pending

Advanced Options:
View Results
Max target: |10

User Guide E-value: |1U k]
Matrix: |BLOSUMEGZ = 2

Contact Us -
Gap creation: |E><.|stence: 11 Extension: 1L| 2

Word si 3 2

urn off the low complexity filter 2

G |




Run BLAST

@A = [¢Fy nt 140,109 .16 56 0000 A blast_stand alone Dlastiollow

| File Edit ¥iew Favorits Tools Help

J <7 Faworites J S K¢ Introduction MyBlast

oo =
oo

linda FRTEEPILEHERE . £ BB - o IREFSHmLA -

Annotated -Feature Exhactor £... :f}' 2 Running BLAST - = | |

) ——=

RLOI

— —)

c~T

MNow is working, the BLAST results will be shown later....

L

vhe

Mote: The job is running in batch mode, and it's ok to close this window.

The BLAST result will be shown on BLAST RESULT PAGE after finishing.

ntemet Ex

g“ = [&Fy nitp 114010916 56-0080/myhlast_standaloneBlastFollow

=1/ &=

*y [ > |.$ ¥ Live Search gl

| Fil= Edit View Favorits Tools Help

| 5 Faverites | 5 @ Itmdnction MyBlest  lnde AP S ARERARE -

ool s
(=[=]

Amnoteted-Feature Extractor i.., | (fy = BLAST Resnlts - = | |

e EESEme -

J.’-“ﬁ-CJ- 1 ey

~ PBage -

Safety ~ Tools -

1z MyBLAST Results ::

Submit description: (1) First

[(Back Home]

DB description: {1) Vibrio cholerae

[Upload DB] [Run BLAST]

Matche Sequences

|T0p3 vl So | Download I

Download Output Files (text file) or (cswv file)

[View Results]

Icl| 5"UTR_1|EUS23702{1..542)
|wibrio cholerae strain

93Agl3hemagglutinin/protease

completecds. |Vibrio cholerae
Icl| 5B"UTR_1|EUS23702(1..542)
|wibrio cholerae strain

23Agl1Zhemagglutinin/protease

regulatory protein (hapR) gene,

E"UTR_1 cholerae strain 93Ag1l13
1 hemagglutinin/protease regulatory protein

{hapR) gene, complete cds.|Vibrico choleraes

S"UTR_18 cholerae strain 934Ag19

2 hemagglutinin/protease regulatory protein

o.

-0

o

1219.0 3154

1217.0 3150

542

542/542

Positives =
542/542
(100%)

541/542 {99%),

Positives =



| File Edit ¥iew Favorites Tools Help

J < 7 Favorites J Sz £ Introduction MyBlast

5| - | [ annotted Feature Extroctor £.. | ¢y - My BLAST Home x I |

linda FIFAEPDSEMERELE.. £ REMELS - 2 BREESKHmTA -

|5 -8 -

—

View Results

:: BLAST Results ::

Here's BLAST result lists:

Database
Submit Description Date Result |Detail |delete
Description
Hello!
2010-09-320 15:59 ~
Welcome to MyBLAST!
v {1)vibrio cholerae {1)First 2010-09-30 15:59 '_.'1 '_.'1 -
IP: 140.109.16.56 (0.00hr. Size:0.46MB)
Delete |

DB Management

Upload DB
-

@H = |[##y hiip140 109 16 56 B080/myrblast_stend slone/BlastFo low act=rssnhenbmit_id=1&joh_id=1 =] &l *#2 | I | [&2 Live search gl

J File Edit  Wiew Favoritez  Tools Help

J < Favorites J e £ Introduction MyBlast -

88' -| Annotated -Featire Exteactor £ | ¢y ©: BLAST Results ::

x| |

linda FAAGAEPISERHERSE | 0 EEAVEL - o e ESHENGEE -

| & - B - e

[Back Home]

: MyBLAST Results =z

DB description: {1} Vibrio cholerae

Submit description: {1} First

[Upload DB] [Run BLAST]

Matche Sequences

ITnpS 'I Go I Download |

Download Cutput Files (text file) or (csw file)

[View Results]

lcl | 5B"UTR_1|EUSZ3702(1..542)
| vibrio cholerae strain
293Agl13hemagglutinin/protease 1
regulatory protein (hapR) gene,
completecds. | vibrio cholerae
lcl | B"UTR_1|EUS23702({1..542)
| vibrio cholerae strain

93Agl13hemagglutinin/protease 2

5"UTR_1 cholerae strain 93Agl3
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